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Figure S1. Disease symptoms of melon F, populations 14 days after being inoculation with P.
xanthii race 5.
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Figure S1. Continued
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Figure S2. Phenotypes of melon accessions two-weeks after inoculated with P. xanthii race
5.
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Figure S3. Melting curves of HRM markers of PMm-HRM-1, PMm-HRM-2, and PMm-
HRM-3 developed in this study. Melting curves of PMm-HRM-2 and PMm-HRM-3 present
the form of normalized melting peaks curve, PMm-HRM-1 curve present the form of
difference plot curves . Blue curves, Plants of ‘PMR 5" genotype; red curves, Plants of
‘'SCNU1154" genotype; orange curves, heterozygous plants; blue green curves, another
genetic variation.
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Figure S4. Alignment of the MELO3C002393 gene between the PMR 5 reference genome
and SCNU1154. (A) SNP and that bp positions on the gene. (B) The LRR-like protein kinase
domain with a non-synonymous substitution from T to C that changes the amino acids
from Asparagine to Aspartic acid.



